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Analysis on Genetic Diversity of Dolichomitriopsis diversiformis 


(Lembophyllaceae) in Fanjing Mountain 


LI Zhao-Yang, LI Jing , TIAN Xiang-Rong, JIANG Ye-Fang, CHEN Jun 
( College of Biology and Environmental Scienæœ, Jishou Universtiy, Jishou 416000, China) 


Abstract: Dolichomitriopsis diversiformis is the only Dolichomitriopsis species in China, and is the member of Lembophyl- 
laceae . Ten random primer pairs were selected to amplified 153 individuals from 14 D. diversiformis populations from both 
northern and southern slops of Fanjing Mountains by using RAPD methods, and 196 sites were derived . Results suggested 
that (1) D. diversiformis from Fanjing Mount kept a high level genetic diversity, and the genetic diversity is relative low at 
the population level; (2) genetic diversity have no relationship with altitude, but populations on southern slope have a little 
higher diversity than that on the northern slope; (3) 63.29% genetic diversity exist among populations, and only 36.71% 
within population . These results suggested that small habitat was the major impact factors of D. diversiformis genetic diver- 
sity, genetic drift and habit adaption should be the prominent reason of population differentiation . 


Key words: Fanjing mountain; Dolichomitriopsis diversiformis, RAPD; Genetic diversity 
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Table 1 The source list of moss material 










































































Habitat 





Altitude (m) 





































































































































































































Population code Adnascent species 

6 

Cyclobalanopsis stewardiana 
7 C. stewardiana 
5 С. stewardiana 
9 С. stewardiana 
4 С. stewardiana 
10 Fagus lucida 
11 Quercus engleriana 
14 C. stewardiana 
8 C. multinervis 
1 C. stewardiana 
3 C. stewardiana 
2 C. stewardiana 
12 C. multinervis 
13 C. multinervis 

































































South slop, wet, high canopy density 2080 
South slop, wet, high canopy density 2080 

South slop, drought, low canopy density 2040 
South slop, wet, high canopy density 1997 

South slop, drought, low canopy density 1906 
South slop, wet, high canopy density 1980 

South slop, drought, low canopy density 1820 
North slop, wet, high canopy density 2027 
North slop, wet, high canopy density 1980 
North slop, wet, high canopy density 1800 
North slop, wet, high canopy density 1790 
North slop, wet, high canopy density 1760 
North slop, wet, high canopy density 1710 
North slop, wet, high canopy density 1680 
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Table 2 Тһе КАРР” primer sequences меге used 




































































Мо. Ргїтег Sequence (5 > 3 ) 
1 567 GTCCCGACGA 
2 S82 GGCACTGAGG 
3 S92 CAGCTCACGA 
4 S122 GAGGATCCCT 
5 S344 CCGAACACGG 
6 S380 GTGTCGCGAG 
7 S463 CTGATACGCC 
8 S464 GTGTCTCAGG 
9 S512 ACAGGTGCGT 

10 S520 ACGGCAAGGA 
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Table 3 The relationship among habitat, altitude and total sum of 


amplicated bands in D. diversiformis populations 











































































































































































































Population . Altitude Total amplication 
Habitat 
code (m) bands 

6 South slop 2080 151 
7 South slop 2080 146 
5 South slop 2040 151 
9 South slop 1997 145 
4 South slop 1906 140 
10 South slop 1980 130 
11 South slop 1820 132 
14 North slop 2027 134 
8 North slop 1980 121 
1 North slop 1800 146 
3 North slop 1790 135 
2 North slop 1760 127 

North slop 1710 138 

North slop 1680 139 























4 Мег s 


































































































ТаЫе 4 Меї ѕ unbiased genetic identity and genetic distance among the populations of D. diversifomis (Mitt.) Мор. 
































Population 1 2 3 4 5 6 
code 
1 жжжж 0.8940 0.8870 0.8845 0.8111 0.8567 
2 **** 0.9170 0.8711 0.8067 0.8389 
3 **** 0,8717 0.7928 0.8356 
4 **** 0,8588 0.8829 
5 **** (0,8738 
6 * * * * 
7 
8 
9 
10 
11 
12 
13 
14 


















































8 9 10 11 12 13 14 


0.8387 0.8248 0.8043 0.8492 0.8081 0.8334 0.8037 0.8400 
0.8238 0.8206 0.7911 0.8365 0.8129 0.8227 0.7794 0.8473 
0.8325 0.8313 0.8176 0.8412 0.8082 0.8273 0.8031 0.8245 
0.8930 0.8290 0.8143 0.8638 0.8296 0.8502 0.8274 0.8560 
0.8603 0.7745 0.8159 0.8233 0.7911 0.8319 0.8006 0.8189 
0.9144 0.8237 0.8427 0.8995 0.8342 0.8576 0.8075 0.8289 
xx ák 0,8261 0.8709 0.8910 0.8374 0.8482 0.8094 0.8162 


жжжж 0.8401 0.8706 0.8031 0.8127 0.8327 0.8198 
xaxk 0.8862 0.8376 0.8204 0.8125 0.8127 

жжжж 0.8494 0.8495 0.8451 0.8439 

**** 0.8076 0.7896 0.8264 

**** 0.8530 0.8361 

**** 0.8213 


xX kk k 


1 Notes: The populations code refer to the population in Table 1 
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Fig .1 Dendrogram of fourteen populations of D. diversiformis (Mitt .) Nog . Constructed using ОРСМА based оп Мет s genetic distance 
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